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exchanged for freshly made ones two times per week. Created with BioRender.com.

Blood Biochemistry, RNA Extractions, and RT-qPCR
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Figure 6: RT-gPCR of cecum samples assessing aquaporin expression. The colors
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Figure 7. RT-qPCR of liver samples assessing cytokine expression. The colors indicate
which treatment mice were given during the experiment. A-D RT-gPCR results of liver
samples assessing expression levels of A. C-reactive Protein (CRP), B. Interferon gamma
(IFN-y), C. Interleukin-1 beta (IL-18), D. Tumor necrosis factor alpha (TNF-a). Cytokine
expression was not significantly different between sick and healthy mice in the Cef & iAs

et A > _ indicate which treatment mice were given during the experiment. A-D RT-qPCR results of cecal treatment group for any of the four cytokines. However, expression of CRP is increased in
AL Figure 4. Blood and sera analysis. The colors indicate what treatment mice were given during the samples assessing expression levels of A. Aquaporin 8, B. Aquaporin 4, C. Aquaporin 3. mice treated with iAs relative to Cef & iAs treated sick mice by a multiplicative factor of 6.9.
experiment. A-C Sera chemistry of: A. aspartate transaminase (AST), B. alanine transaminase (ALT), and C. Aquaporin expression was not significantly different between sick and healthy mice in the iAs & Additionally, expression of IFN-y is increased in mice treated with Cef relative to Cef & iAs
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- RNA group (red) had significant (p<0.05) low WBC counts compared to healthy mice and the three control groups. between treatment groups do not show an apparent pattern. Compact letter displays at the to’p Compact letter displays at the top of the charts illustrate significant (p < .05) pairwise
. Compact letter displays at the top of each chart illustrate significant (p<0.05) pairwise differences between of the char.ts .ll.lustrate. significant (p<.05) pairwise differences between groups per Tukey S differences between groups per Tukey’s Honestly Significant Different (HSD) method based
extraction groups per Tukey’s Honestly Significantly Different (HSD) method based on ANOVA. These boxplots depict Honestly Significant Different (HSD) method based on ANOVA. These box plots depict the on ANOVA. These box plots depict the median, upper, and lower quartiles, with whiskers
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 Blood and sera analysis show that sick mice co-exposed to IAs & Cef exhibit organ dysfunction and a dysregulated host immune response, both of which are

iIndicative of sepsis.®

« Analysis of liver cytokine expression shows there are no significant differences between sick and healthy mice co-exposed to Cef and IAs. Notably, we show sick
mice had significantly lower expression of IL-1B compared to untreated mice. These inconclusive results may be due to the fact the liver is not an immune organ.
Future work will aim to assess cytokine expression in immune tissues like the thyroid.

« Analysis of cecum aquaporin expression shows there are no significant differences between sick and healthy mice co-exposed to Cef and 1As. However, we show
sick mice had significantly lower expression of aqp8 compared to untreated animals.

« Future work will employ culture-dependent and independent methods to find evidence of bacterial infection in the blood and organs of sick mice co-exposed OIT-RILIG
Figure 2: Blood and sera samples were collected and sent to IDEXX BioAnalytics to Cef & iAS g,';ii"”:‘r!:‘_r!r
(Sacramento, CA) for complete blood cell counts (CBCC) and sera quantification for AST, ALT, " _ _ o _ _ _ _ _ _ ﬁ{. ':i .
and BUN. Liver and cecum samples were also collected. RNA extractions were performed,  Future work will also investigate what specific iImmune cell populations are lost in sick mice compared to healthy mice co-exposed to Cef & IAs. SE TR
followed by cDNA synthesis and RT-gPCR to analyze gene expression levels for aquaporins !L{'}(‘k.;?f*. ]
(ceca) or cytokines (livers).Created with BioRender.com. OL w2 iK1 -}
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